
 

Meeting report 
 
COST Action 872 - Exploiting genomics to understand plant-nematode 
interactions 
 
Inter-Workgroup Workshop (and 3rd MC Meeting) 
 
Postojna, Slovenia.  26th – 29th May 2008.   
 
1.  Background & Objectives 
Following the extremely successful and popular inter-WG workshop held in 2007 the 
MC voted unanimously to hold a similar event in 2008.  The purpose of the meeting 
was to bring as many scientists in the field as possible together to exchange 
information about recent developments in this fast-moving field and to plan 
collaborative work for the future.  In addition, the meeting acted as a training event by 
providing an opportunity for early career-stage scientists to make presentations and 
meet other workers in the field.   
 
2.  Participants 
Over 100 participants representing 21 countries attended the meeting.  The majority 
received funding through COST 872 to attend.  Three invited experts (Dr P. Geldhof 
(BE), Prof Mark Burke (USA) and Prof Isgouhi Kaloshian (USA) gave talks at the 
meeting.  Delegates from Ukraine and Australia attended the meeting, some of which 
drew funds from various bilateral/near neighbour schemes operated by COST. 
 
3.  Scientific Programme 
The scientific programme was split into sections that mirror the WG structure of 
COST 872.  The full programme and book of abstracts are available through the 
COST872 website (http://cost872.scri.ac.uk) through the “Past Meetings” and 
“Publications and Reports” links.   
 
The WG1 invited expert (Dr P. Geldhof) provided an excellent summary of work on 
RNAi in animal parasitic nematodes.  A lively discussion ensued in which it became 
clear that similar problems are being faced by researchers working with plant and 
animal parasitic nematodes trying to use RNAi.  These interactions were one of the 
key aims outlined in the MoU for COST872.  Other presentations for WG1 included 
details of studies on plant cell wall degrading enzymes from a range of nematodes and 
presentations about novel nematode secreted protein families. 
 
WG2 provided one of the scientific highlights of the meeting with back-to-back 
presentations on the completed genome sequences of Meloidogyne hapla and M. 
incognita from Prof Mark Burke (head of bioinformatics for the M. hapla project) and 
Dr Pierre Abad (head of the M. incognita sequencing consortium).  This was the first 
time that public presentations on both genomes have been made and provided the 
audience with a glimpse of the wealth of information that is emerging from these 
projects.   
 
Presentations in WG3 focused on the functional analysis of plant genes induced or 
repressed as a result of nematode infection.  Prof Isgouhi Kaloshian gave an excellent 
summary of her work in this area, linking microarray studies to analysis of the role of 



 

various plant defence signalling pathways in resistance and susceptibility to 
nematodes.  There were also several presentations on resistance and avirulence with 
encouraging signs that nematode avirulence genes may be identified shortly (a key 
aim of COST 872). 
 
A formal poster session combining all three WGs was held on May 27th but posters 
were on display throughout the meeting in the room used to serve coffee, providing 
ample opportunities for presenters to discuss their work. 
 
The third MC meeting for COST 872 was held on 27th May and was attended by 
Bouktje Stol from COST Office.  Minutes of this meeting will be available at the 
COST 872 website. 
 
4.  Dissemination 
All participants received a copy of the program and abstracts for the meeting and this 
booklet is available in pdf format at the COST 872 website.  The meeting was 
publicised in advance via the website, by the individual MC representatives for each 
country and by using an email list of participants at the 2007 meeting.  The COST872 
meetings now have an excellent reputation as evidenced by the attendance of 
delegates from Australia (including delegates that did not receive funding from COST 
Office to attend). 
 
5.  Further activities 
Discussions held during the meeting led to the identification of priority areas for 
future COST funded activities.  In particular, it was recognised that training in the 
software used for annotation of the Meloidogyne incognita genome is required as 
future annotation of this genome is to be driven by the scientific community.  The MC 
recognised that this is one area where COST872 could make a genuine impact and 
agreed at its meeting to fund a WG2 workshop that will provide this training.  Dr P. 
Abad (FR) has agreed to organise and host this workshop in November 2008. 
 
6.  Feedback 
Feedback on the meeting was sought from delegates during the meeting itself.  All 
delegates contacted were extremely positive about the meeting and the MC voted 
unanimously to hold another meeting of this type in 2009.   


